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Table S1  Primers used in PCR 

Primer Forward 5'→3' Reverse 5'→3' 

Primer-1 CCGATACCGGTTTCAGAGTCC TCTCCACCCCTCCAGCTTAG 

Primer-2 GACATGATCCTGTTGGTCTCCT AGCTTTCTGTTTTGAGCGCTAT 

Primer-3 GGAGCCTTAGCCTTTGGTGA TGTGATTTTCACACCTGTGGC 

Primer-4 ACAACCGTATGGCATGGGAG GCCAAACACCAGAGTGGGT 

Primer-5 GTTGTGCCTGTCTGTACGTTG GCTGCCACACAGTTGGTAAA 

Primer-6 ATGTACACGATTGGGGCTGG GCACATACTAACCTGTCGGCT 

Primer-7 AGCCGACAGGTTAGTATGTGC CCTTTGGGACCCTGACTGAC 

Primer-8 CCCTTTGGATAGGCCGTTCA GGAACAGGTGGAGAATTCCTGA 

Primer-9 GTGTTTTTCACTGAGGAAGCCA AGCGCTTGCTTCTCTACCAC 

 
 
 
 


