Table S1 Primers used to amplify the DNA sequences that encode the putative signal peptides of

Sec-dependent secretory proteases

Construct name Primer name Primer sequence (5'—3")
pET-Prt1SP-mphoA  Prt1SP-F AAGGAGATATACATATGAACAAGAAATCATATCTGTTAA
Prt1SP-R AGGCATTTCTGGAAGCTTCGATGCGCCGACGGCAGA
pET-Prt2SP-mphoA  Prt2SP-F AAGGAGATATACATATGCGATTTTCACGAATTGTTAC
Prt2SP-R AGGCATTTCTGGAAGCTTTTCGACGGGCGCAGCCTG
pET-Prt3SP-mphoA  Prt3SP-F AAGGAGATATACATATGATGATAAAAAGCAGAAGAA
Prt3SP-R AGGCATTTCTGGAAGCTTATACGAGCTACTTGCTTGTA
pET-Prt4SP-mphoA  Prt4SP-F AAGGAGATATACATATGACCCAGCAAGAGTTTTTGCG
Prt4SP-R AGGCATTTCTGGAAGCTT AAAAATCAACGCCGCGCTGGC
pET-Prt5SP-mphoA  Prt5SP-F AAGGAGATATACATATGAACAATCTGAACTCGTCC
Prt5SP-R AGGCATTTCTGGAAGCTTGTTGACATCGTCGGCATAGG
pET-Prt6SP-mphoA  Prt6SP-F AAGGAGATATACATATGCCAGCAAAAATTCGCTTATTC
Prt6SP-R AGGCATTTCTGGAAGCTTAGCACGGGCAGCGGCCTGA
pET-Prt7SP-mphoA  Prt7SP-F AAGGAGATATACATATGAAGAAAAAAACGCGCCTTT
Prt7SP-R AGGCATTTCTGGAAGCTTCATCTGTTGCCCCCGGGC
pET-Prt§SP-mphoA  Prt8SP-F AAGGAGATATACATATGCGCCTGACAGCTGTGTTA
Prt8SP-R AGGCATTTCTGGAAGCTTGGTATCCTCATCGGCATGAGT
pET-Prt9SP-mphoA  Prt9SP-F AAGGAGATATACATATGAACAGTCTTTTTAAAAGCACTA
Prt9SP-R AGGCATTTCTGGAAGCTTAATCGTTTCAGCCGCGAAGAC
pET-Prt10SP-mphoA  Prt10SP-F AAGGAGATATACATATGAAGAAGAAACTGCTATTTAC
Prt10SP-R AGGCATTTCTGGAAGCTTGAAATCAACGTTGGCTGCTG
pET-Prt11SP-mphoA  Prt11SP-F AAGGAGATATACATATGGTCACGTCTCAACCTTTC
Prt11SP-R AGGCATTTCTGGAAGCTTTGACAACAGTGTCGCTAATGC
pET-Prt12SP-mphoA  Prt12SP-F AAGGAGATATACATATGTCTATCAGACTGAAAAAAAAC
Prt12SP-R AGGCATTTCTGGAAGCTTATCGCTGATATCGGCGCGG
pET-Prt13SP-mphoA  Prt13SP-F AAGGAGATATACATATGAAAAAGAATACGTTAGTTCTGA
Prt13SP-R AGGCATTTCTGGAAGCTTGGCGGTTTCGGCCGCGCT
pET-Prt14SP-mphoA  Prt14SP-F AAGGAGATATACATATGAAAGCTAAATTATTTTTTTTGT
Prt14SP-R AGGCATTTCTGGAAGCTTGGTACTTAGCATTGCACTGG
pET-Prt15SP-mphoA  Prt15SP-F AAGGAGATATACATATGAAAACAAAAAGGTATCTCTC

Prt15SP-R AGGCATTTCTGGAAGCTTTTCTGCAACGGCAGCCTGT

The primers were designed according to the encoding genes of the 15 putative Sec-dependent secreted proteases
in the E. amylovora CFBP1430, including EaPrtl (GenelD: 8912687), EaPrt2 (GenelD: 8912496), EaPrt3
(GenelD: 8913999), EaPrt4 (GenelD: 8914637), EaPrt5 (GenelD: 8914313), EaPrt6 (GenelD: 8§914879),
EaPrt7 (GenelD: 8914851), EaPrt8 (GenelD: 8911660), EaPrt9 (GenelD: 8913129), EaPrt10 (GenelD:
8914533), EaPrtil (GenelD: 8914536), EaPrt12 (GenelD: 8911874), EaPrt13 (GenelD: 8914250), EaPrti4
(GenelD: 8914489), and EaPrtl5 (GenelD: 8911780), and the restriction recognition sequences of Ndel
(CATATG) and HindIll (AAGCTT) are in bold and underlined




