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Research Summary

This review summarizes the strategies and recent
developments for exploring protein-protein interaction.
In addition, we discuss the application of these tools in
the investigation of protein-protein interaction networks
involved in DNA damage response and DNA repair.

e Strategies for Studying Interactomes
with MS

e Application of interactome

determination in the investigation of
DNA repair pathways



Innovation points

e Introduction of the

interactome and DNA (a) Affinity Purification
repair studies. s '
/
Di:ectﬁ ' /.. ,_\\ T_ndi.l.'ect_

partner partner

e Summary of the !

most updated strategies rgai',_.o
for studying e
interactomes with MS.

Mass spectrometry

Relative intensity

(b) Proximity labeling

Cell lysate '

I'(‘

‘\ BiolD

' h / APEX
Labeling / Covalently

radius bound biotin

Streptav: 1d1.n

A
F ¥

Biomformatics

Protein neighbors
no mren action

(c) Global interactome

1) Co-fractionation

AAAA

Fractions from SEC, IEX...separation

2) Thermal proximity coaggregation

T el

- < < < . <
R R S S R S

y vy

Soluble fractions after heat treatment

—>

Interactome

.I' 'D'.
: Baif) »

Figure 1



Innovation points
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